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                        10         20         30         40         50         60         70         80         90        100                       

               ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

norB_MC58      MGQYKKLWYL LFAVLAVCFT ILGYMGSEVY KKAPPYPEQV VSASGKVLMT KDDILAGQSA WQTTGGMEVG SILGHGAYQA PDWTADWLHR ELVAWLDLTA   
norB_alpha580  MGQYKKLWYL LFAVLAVCFT ILGYMGSEVY KKAPPYPEQV VSASGKVLMT KDDILAGQSA WQTTGGMEVG SILGHGAYQA PDWTADWLHR ELVAWLDLTA   
norB_123/05    MGQYKKLWYL LFAVLAVCFT ILGYMGSEVY KKAPPYPEQV VSASGKVLMT KDDILAGQSA WQTTGGMEVG SILGHGAYQA PDWTADWLHR ELVAWLDLTA   
norB_Z2491     MGQYKKLWYL LFAVLAVCFT ILGYMGSEVY KKAPPYPEQV VSASGKVLMT KDDILAGQSA WQSTGGMEVG SILGHGAYQA PDWTADWLHR ELSAWLDLTA   
 

                       110        120        130        140        150        160        170        180        190        200                   

               ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

norB_MC58      QQTYGKKFDE VSPEEQAVLK TRLADEYRNQ SRVKEDGSVV ISDTRVKAIE SILPYYHGVY SDDPKFQTTR EHFAMKNNTL PSQEAREKLF NFFFWTSWSA   
norB_alpha580  QETYGKKFDE VSPEEQAVLK TRLADEYRNQ SRVKEDGSVV VSETRVKAIE SILPYYHGVY SDDPKFQTTR EHFAMKNNTL PSQEAREKLF NFFFWTSWSA   
norB_123/05    QQTYGKKFDE VSPEEQAVLK TRLADEYRNQ SRVKEDGSVV ISDTRVKAIE SILPYYHGVY GDDPKLQTTR EHFAMKNNTL PSQEAREKLF NFFFWTSWSA   
norB_Z2491     QQTYGKKFDE VSPEEQAVLK TRLADEYRNQ SRIKEDGSVV ISDTRAKAIE SILPYYHGVY GDDPALQTTR EHFAMKNNTL PSQEAREKLF DFFFWTSWSA   
 

                       210        220        230        240        250        260        270        280        290        300                   

               ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

norB_MC58      STNRPDENFT YTNNWPHEPL INNVPTTENY MWSFTSVVLL LMGIGLLMWG YSFLTKHEEV EVPSEDPISK IQLTPSQKAL GKYVFLTVAL FVVQVLLGGL   
norB_alpha580  STNRPDENFT YTNNWPHEPL INNVPTTENY MWSFTSVVLL LMGIGLLMWG YSFLTKHEEV EVPSEDPISK IQLTPSQKAL GKYVFLTVAL FVVQVLLGGL   
norB_123/05    STNRPDENFT YTNNWPHEPL INNVPTTENY MWSFTSVVLL LMGIGLLMWG YSFLTKHEEV EVPSEDPISK IQLTPSQKAL GKYVFLTVAL FVVQVLLGGL   
norB_Z2491     STNRPGEVFT YTNNWPHEPL INNVPTTENY MWSFTSVVLL LMGIGLLMWG YSFLTKHEEV EVPSEDPISK IQLTPSQKAL GKYVFLTVAL FVVQVLLGGL   
 

                       310        320        330        340        350        360        370        380        390        400                   

               ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

norB_MC58      TAHYTVEGQG FYGIDEALGF EMSDWFPYAL TRTWHIQSAI FWIATGFLTA GLFLAPIVNG GKDPKFQRAG VNFLYIALFI VVGGSYAGNF FALTHILPPE   
norB_alpha580  TAHYTVEGQG FYGIDEALGF EMSDWFPYAL TRTWHIQSAI FWIATGFLTA GLFLAPIVNG GKDPKFQRAG VNFLYIALFI VVGGSYAGNF FALTHILPPE   
norB_123/05    TAHYTVEGQG FYGIDEALGF EMSDWFPYAL TRTWHIQSAI FWIATGFLTA GLFLAPIVNG GKDPKFQRAG VNFLYIALFI VVGGSYAGNF FALTHILPPE   
norB_Z2491     TAHYTVEGQG FYGIDEALGF EMSDWFPYAL TRTWHIQSAI FWIATGFLTA GLFLAPIVNG GKDPKFQRAG VNFLYIALFI VVGGSYAGNF FALTHILPPE   
 

                       410        420        430        440        450        460        470        480        490        500                   

               ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

norB_MC58      FNFWFGHQGY EYLDLGRFWQ LLLMVGLLLW LFLMLRCTVS AFKEKGVDKN LLAIFVASMV GVGVFYAPGL FYGEKSPIAV MEYWRWWVVH LWVEGFFEVF   
norB_alpha580  FNFWFGHQGY EYLDLGRFWQ LLLMVGLLLW LFLMLRCTIS AFKEKGVDKN LLAIFVASMV GVGVFYAPGL FYGEKSPIAV MEYWRWWVVH LWVEGFFEVF   
norB_123/05    LNFWFGHQGY EYLDLGRFWQ LLLMVGLLLW LFLMLRCTVS AFKEKGVDKN LLAIFVASMV GVGVFYAPGL FYGEKSPIAV MEYWRWWVVH LWVEGFFEVF   
norB_Z2491     FNFWFGHQGY EYLDLGRFWQ LLLMVGLLLW LFLMLRCTVS AFKEKGVDKN LLAIFVASMV GVGVFYAPGL FYGEKSPIAV MEYWRWWVVH LWVEGFFEVF   
 

                       510        520        530        540        550        560        570        580        590        600                   

               ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

norB_MC58      ATAAFAFVFY NMGFVRRSTA TASTLAAAAI FMLGGVPGTL HHLYFSGSTS ASMAIGACFS ALEVVPLVLL GREAYEHWSY QHLSDWAKRL RWPLMCFVAV   
norB_alpha580  ATAAFAFVFY NMGFVRRSTA TASTLAAAAI FMLGGVPGTL HHLYFSGSTS ASMAIGACFS ALEVVPLVLL GREAYEHWSY QHLSKWAKRL RWPLMCFVAV   
norB_123/05    ATAAFAFVFY NMGFVRRSTA TASTLAAAAI FMLGGVPGTL HHLYFSGSTS ASMAIGACFS ALEVVPLVLL GREAYEHWSY QHLSDWAKRL RWPLMCFVAV   
norB_Z2491     ATAAFAFVFY NMGFVRRSTA TASTLAAAAI FMLGGVPGTL HHLYFSGSTS ASMAIGACFS ALEVVPLVLL GREAYEHWSY QHLSDWAKRL RWPLMCFVAV   
 

                       610        620        630        640        650        660        670        680        690        700                   

               ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....|  

norB_MC58      AFWNMIGAGV FGFLINPPIS LFYIQGLNTS AVHAHAALFG VYGFLALGFV LLVARYLKPN AQFDDKLMTW GFWLLNGGLA GMIAISLLPV GAIQAYASIT   
norB_alpha580  AFWNMIGAGV FGFLINPPIS LFYIQGLNTS AVHAHAALFG VYGFLALGFV LLVARYLKPN AQFDDKLMTW GFWLLNGGLV GMIVISLLPV GAIQAYASIT   
norB_123/05    AFWNMIGAGV FGFLINPPIS LFYIQGLNTS AVHAHAALFG VYGFLALGFV LLVARYLKPN AQFDDKLMTW GFWLLNGGLV GMIAISLLPV GAIQAYASIT   
norB_Z2491     AFWNMIGAGV FGFLINPPIS LFYIQGLNTS AVHAHAALFG VYGFLALGFV LLVARYLKPN AQFDDKLMTW GFWLLNGGLV GMIAISLLPV GVIQAYASIT   
 

                       710        720        730        740        750           

               ....|....| ....|....| ....|....| ....|....| ....|....| . 

norB_MC58      HGLWYARSEE FLQMEILDTL RWVRTAADLV FIGGAICVAI QATKIVFGRD K  
norB_alpha580  HGLWYARSEE FLQMEILDTL RWVRTAADLV FIGGAICVAI QATKIVFGRD K  
norB_123/05    HGLWYARSEE FLQMEILDTL RWVRTAADLV FIGGAICVAI QATKIVFGRD K  
norB_Z2491     HGLWYARSEE FLQMEILDTL RWVRTAADLV FIGGAICVAI QATKIVFGRD K   
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Suppl. Figure 1: Amino acid 

sequence alignment obtained for 

the protein NorB deduced from 

the gene sequences for the 

analysed N. meningitidis strain 

123/05 and α580, compared with 

the MC58 and Z2491 nitrite oxide 

reductase. Colour (yellow) 

indicates point mutations.  

 

 

 


